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DNA > —7%7 U —D8RI b OB, Wit —r o —ik, A 477/ nm
DO THRBEICHOONAEN T, —XAIFIZh D LT KIGERL T ESNY,

RER =7 o —BFEHOY U TVERRETHTAC Y MZBWLTH, ILFT
Ly Y REEMES LT T—AMBITORMEKBICHIBT S EITHPILE LIz Fv
ES)—BRkB—7 oY —TIlE. HED PCR EWEL—7 VAT B DITFEBERA S
By AP >TOELESA RERS—T oY —2FEREHBTEEHT2HBETRTLEY.

(FAEERRER)

Vv Y=Y —  (sequencer]

=ty (DNA v—r v w7 ssequencing) &1k, DNA OXEEEACS (nucleotide
sequence) Z AT~ 5 S5k Z L T3, DNA O ERISN XA MmO & H ) 2 D IF M a2 —
REN TN D728, & OEFIREIZIER I EE T, RS AR ET D HEE L v — 7 Y —

(sequencer) & FEONET,
vV VILFTIUwORE  (multiplexing)

~/LF 7L w7 ZAPCR (multiplex PCR) & & IFEEIL5 PCRIED—FETT,

PCRIEITAR Y # 7 —E@# )t (polymerase chain reaction) & &IEEI, s FHIEIC
< THEHZRB RV T, Z3Ud, #5ED DNA S 7 Ans 7T A <— (primer) & FEEH
DEWIERS (U X7 LAF K oligonucleotide) % V5 Z & T, BFE D@ n1 % KHHF
MCREIZHEET DHEIN O Z & T, BAadic Z0EE (replicate) S 7-i# 511X PCR £
% (amplicon) &FEZAILET,

YNTF Ty 7 ATEE 150 PCR RUSRIZEBDO T T A ~—zRIHTHEMT 5 Z & T,
B OBE T H RINHCHEIET AT, ~ AT 7Ly 7 AEEFHWS Z LT, RIEA I
L. FFRHIEE D PCR EM AT 5 Z & b AIRET, EEALY T2 GFIHT S
ZLEIWTEET,

Vv FvrESU—EXKE) (Capillary Electrophoresis)

BAIKEI & 13, DNARK L - H T 272D KK WD FED 15T, B
FIZHEL TWOIWEEZEE, ZOWENBEHT 284828 HLCWET, ¥y b7 U —E
KUkEhE, ZOBRIKEZF v 7V —E LT HERD 100 v 1 27 1 A — hVELF Of
FWEOHTITY FIEOZ LT, o7V EEH TV MLELET, FEREOE W) FR
WETHINET,
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> HARGETY—FrALwn)s & TRMRY—T7 2] O X D ITESN O 7154463 2
&N RA TN, EFRIZHEE T sequence V) EESIZD B DD Z LT, BAIOME
HrJiiElE. sequencing method <> sequencing technology & VM &9,

> HIREEETIE L WEAMRICE L O 5720 MIHRRDL 2 23555 D with) 23
MWbinEd, Zoa, SCHEO with (k< multiplex |3 TZELT 5] W05 EEIT
Ton, ing T HALERH Y £,

(SE3RA)

With multiplexing, next-generation sequencing drastically reduces the time to data obtaining for
multi-sample studies. Processing hundreds of amplicons using capillary electrophoresis technology
generally requires several weeks or months. The same number of samples can now be fully analyzed

within two days with using next-generation sequencing technology.
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& V=TV T OEMMIEMBIEOREFICB N TE R EE b LE L, UL
HB— e XNN— T VLT U w7 =3, ZOFIEERFE LI-DHEIZ L - T 1980
FIZ ) = VUHEFEEZZE L TOWET, BRSO, DNA 20825 5ike LT, &
U7 7 VT 2 RPIVESEKE) (polyacrylamide gel electrophoresis) 23 VN H L E L7223,
ZD%, EELE V) HTENLTWAF v BT U —E5%IKkE) (capillary electrophoresis)
MEFL LRV E LT, BRAI, ZOF¥ BT Y —3ERN 5 LR —F o —) LI
(T4 DITHRF LT, e 155 2 R T88 3 iR, (58 4 iRy LD o —o ¥ —
MRA EBG L. ZBIdE & DT RIS —2 2% — : next generation sequencer |
EMHINTWET, ZNOEDF LWEINC LY =7 v Z2hind o 2 FROREH
IRIBICHR S IVE Lz, RIS —7 ¥ — LD BRI, BUE A AFRRICE
W BB ANNT 2 HEED 1 5T,
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(KAP Genetics and Development, [Chapter 8 A. Recombinant DNA Technology |, http://biology.kenyon.edu/courses/biol114/Chap08/Chapter_08a.html, 2013.8.9)

B SWKER R 2 JTIIRAE S 7z DNA BLAI oo —#f

LGCG TG C TGCAG CCIG G TT2TG ATTICTG TT/ATGTTBCTACTACTBCTGACAATBC TGCTBCTGC TTCTCCTCAC TBTCTCCACTTCOTTG AL
L a 17 25 33 4l 43 57 £S5 73 28 83

AT bR e

(FA 7T 7 ) ao—=RTx 3 kkSAt, TApplied Biosystems 3130xI 2= %7 4 v 7 TF T4 ),
http:/Amwww.appliedbiosystems. jp/website/jp/product/modelpage. jsp?MODELCD=88440& MODELPGCD=88786, 2013.8.9)
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ROJFICERL & FEAA 1IELWERRICZR 2 & 9 FRUEIEEZ A TS ZSv, KHEEL
WLT, RXEEBIINCHD N ERNEL X O, EITERIHY £,

gllju

RERRE 1 (ED

WA — 2 o — S Z v TS ORRIBETT,

DB YARATALIFEHMLEIT—Y JO0—ELEWVEEZEY., YT LT —42FETRE 8
BB CHEITTEL/NN—YFILRHER -5 Y —T3F, 2D DB L AT LIX.DNA g, o —
TUR, TEREAN 1 EBEDEEICHE Sh-EHNAERER S —7 09 —TT,
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The DB personal sequencing system enables researchers to go from sample to analyzed data in as little
as eight hours with a revolutionary workflow and unmatched precision. DB system is the only
next-generation sequencer that integrates DNA amplification, sequence, and data analysis in a single

instrument.
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RIG T 2 T Bl 2 o 7 B OB ITIEERAT 20 # 0 7 O—E T,
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Although the presence of a small number of rare codons often does not severely depress target protein
synthesis, expression of a protein derived from different species can be very low when a gene codes

numerous rare Escherichia coli codons.
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